
FDR-corrected Moran's I (p<0.01)
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Verrucomicrobiota Verrucomicrobiae Opitutales
Verrucomicrobiota Verrucomicrobiae
Synergistota Synergistia Synergistales
Spirochaetota Spirochaetia Treponematales Treponemataceae B
Spirochaetota Spirochaetia Treponematales
Spirochaetota Spirochaetia
Proteobacteria Gammaproteobacteria Burkholderiales Rhodocyclaceae
Proteobacteria Gammaproteobacteria Burkholderiales Burkholderiaceae
Proteobacteria Gammaproteobacteria Burkholderiales
Proteobacteria Gammaproteobacteria
Proteobacteria Alphaproteobacteria Rickettsiales Anaplasmataceae
Proteobacteria Alphaproteobacteria
Planctomycetota Planctomycetes Pirellulales Thermoguttaceae
Planctomycetota Planctomycetes Pirellulales
Planctomycetota Planctomycetes
Patescibacteria Saccharimonadia Saccharimonadales Saccharimonadaceae
Firmicutes Bacilli Mycoplasmatales Mycoplasmoidaceae
Firmicutes Bacilli Lactobacillales Streptococcaceae
Firmicutes Bacilli Lactobacillales
Firmicutes Bacilli
Firmicutes A Clostridia Peptostreptococcales Anaerovoracaceae
Firmicutes A Clostridia Peptostreptococcales
Firmicutes A Clostridia Oscillospirales Ruminococcaceae
Firmicutes A Clostridia Oscillospirales Oscillospiraceae
Firmicutes A Clostridia Oscillospirales
Firmicutes A Clostridia Lachnospirales Lachnospiraceae
Firmicutes A Clostridia Lachnospirales
Firmicutes A Clostridia A Christensenellales
Firmicutes A Clostridia
Fibrobacterota Fibrobacteria Fibrobacterales Fibrobacteraceae
Fibrobacterota Chitinivibrionia Chitinivibrionales Chitinispirillaceae
Fibrobacterota Chitinivibrionia Chitinivibrionales
Elusimicrobiota Endomicrobia Endomicrobiales Endomicrobiaceae
Elusimicrobiota Endomicrobia Endomicrobiales
Desulfobacterota Desulfovibrionia Desulfovibrionales Desulfovibrionaceae
Desulfobacterota Desulfovibrionia Desulfovibrionales
Desulfobacterota Desulfarculia Adiutricales Adiutricaceae
Campylobacterota Campylobacteria Campylobacterales
Campylobacterota Campylobacteria
Bacteroidota Bacteroidia Bacteroidales WCHB1-69
Bacteroidota Bacteroidia Bacteroidales UBA932
Bacteroidota Bacteroidales Azobacteroidaceae
Bacteroidota Bacteroidia Bacteroidales
Bacteroidota Bacteroidia
Actinobacteriota Coriobacteriia Coriobacteriales UBA8131
Actinobacteriota Coriobacteriia Coriobacteriales
Actinobacteriota Coriobacteriia
Actinobacteriota Actinomycetia Actinomycetales
Actinobacteriota Actinomycetia
Acidobacteriota Holophagae Holophagales Holophagaceae
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Lower termites Higher termites Phylum Class Order Family
Thermoproteota Bathyarchaeia
Thermoplasmatota Thermoplasmata

Methanobacteriota Methanobacteria
Halobacteriota Methanosarcinia
Halobacteriota Methanomicrobia

B26-1
Methanomassiliicoccales

Thermoplasmatota Thermoplasmata
Methanobacteriales
Methanosarcinales
Methanomicrobiales

unclassified

0 3.931.57

Termite groups
Lower termites (LT)
Wood-feeding higher termites (WF)
Soil-feeding termites (SF)
Macrotermitinae (FC)

log10(TPM+1)

FDR-corrected Moran's I (p<0.05)
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